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The analysis of tumor cells showing the senescence-like gene expression profile
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Senescent cells accumulated in vivo during aging communicate with
surrounding tissues through pro-inflammatory proteins and could promote numerous age-related
diseases containing cancer. Recently, it has been reported that a part of tumor cells showing the
senescence-like gene expression profile displays an increased malignancy. In this study we revealed
that a gene mutation in tumor cells contributes to obtain senescence-like gene expression profile
with organoid model, suggesting that this finding could lead the discovery of a new therapy against

malignant tumor.
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Exosomes secreted from senescent cells act as one of SASP factors
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