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Biological mechanisms of IDH-mutated astrocytomas harboring only 19g-loss
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We previously reported that there was a subgroup of IDH-mutated astrocytomas

harboring only 19g-loss showing better prognosis compared with 19g-intact astrocytomas. To further
explore the biological mechanism of this subgroup, we compared gene expression pattern between
19g-loss and 19g-intact astrocytomas by microarray analysis. Multiple genes associated with stem
cell maintenance and glioma progression were down-regulated in 19g-loss astrocytomas, and the
expression pattern of the 19g-loss astrocytomas constituted a subgroup of astrocytoma. These
findings suggested that 19g-loss in astrocytomas is acquired, and that the biological features are
possibly related to differentially expressed genes associated with stem cell maintenance and glioma
progression.
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