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Exploration of Therapeutic Target Pathways Involving DNA Repair Genes in High
Grade Serous Ovarian Carcinoma
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In this study, we aim to identify mutations and aberrant expression of genes
involved in DNA damage repair based on the results of whole exon sequencing, RNA sequencing, and
methylation array analysis in 78 cases of high grade serous ovarian carcinoma. The objectives of the
research were to identify target factors, and to develop molecularly targeted therapies other than
PARP inhibitors that focus on DNA repair mechanisms. As a result, we were able to show that SMYD2
selective inhibitors and immune checkpoint inhibitors may be alternative approaches to ovarian

cancer treatment.
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