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Epigenomic analysis of dedifferentiated liposarcoma
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Dedifferentiated liposarcoma is a high-grade soft tissue sarcoma that
predominantly affects in adults. In this study, we performed a comprehensive genomic DNA methylation
analysis of well-differentiated and dedifferentiated liposarcomas. We found that DNA methylation of
genes related to adipogenic differentiation may be involved in malignant transformation in highly
malignant dedifferentiated liposarcomas. Our results suggest that demethylating agent therapy may be
useful as a novel therapeutic strategy for dedifferentiated liposarcoma in the future.
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