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Verification of novel methods to identify migraines using genetic polymorphism
analysis and spectral analysis of heart rate variability
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Two major causes of primary headache disorders are migraine and
tension-type headache, and differentiating between them is particularly important for appropriate
treatments. However, useful diagnostic methods to differentiate between them have not yet been
developed. In this study, we assessed the usability of novel methods combining genetic analysis of
migraine-associated single nucleotide polymorphisms and spectral analysis of heart rate variability
to identify migraines.

A family history of headache disorders and A allele of ASTN2 (rs6478241) and/or A allele of
PHACTR1 (rs9349379) is associated with migraines. Moreover, the LF/HF ratio determined via spectral
analysis may be a good diagnostic method to differentiate migraines. A decline in the LF/HF ratio
reflects the predominant state of the parasympathetic nerve, and our data suggest that migraineurs
may always be prone to induced cerebral vasodilation associated with parasympathetic activity.
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