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The purpose of this study is to elucidate a broadly defined epigenetic
mechanism related to resistance to radiotherapy. We showed increased expression of METTL3, an RNA
methylase, was related with the resistance for radiation therapy and PLK1 was an important role as
its target gene in pancreatic cancer cell lines. Furthermore, we found that there was a correlation
between METTL3 and PLK1 expression, and that PLK1 inhibitors increased radiosensitivity regardless
of METTL3 expression level. We are also analyzing the effects of their expression on therapeutic
sensitivity in patients with pancreatic cancer treated with preoperative chemoradiotherapy, as well
as PLK1 expression changes due to site-specific methylation inhibition using dCAS9.
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mitosis and elevated levels are found in many different types
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