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Between January 2008 and November 2019, 89 patients who underwent abdominal
radical hysterectomy followed by post-operative radiation therapy were identified. The follow-up
period for living patients was 82.3 months (range, 9.3-153.9), and the 5-year relapse-free survival
and overall survival rates were 72.6% and 85.9%, respectively. The most frequently detected somatic
mutation was PIK3CA (26 [29.2%] patients); however, no prognostic somatic genetic alterations were
identified. Actionable mutations were detected in 30 (33.7%) patients. Actionable mutations were
detected in approximately one-third of patients, suggesting that precision medicine can be offered
to patients with post-operative high-risk uterine cervical cancer in the near future.



HPV

HPVE6E 11
HPV 16 18
11B
I IVA
1l
8
HPV
30 PIK3CA
Ojesinaetal., Nature 2014
HPV 16 18
HPV58 6% 23 HPV52 4%
2011 1 2016 12
54
44 50 Cancer Panel
1 PIK3CA 16 36.3 TP53

5 11.3

Gene aberration profile of cervical cancer in the first set
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2 An overview of clinicopathological status and clinical outcomes of all patients

included in this study
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3 An overview of actionable genetic mutations in cervical cancers
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