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Development of a novel predictive markers for HCC development using exosomal
miRNA information in patients with chronic hepatitis B virus infection

Kozuka, Ritsuzo
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We analyzed exosomal miRNA associated with progression of liver fibrosis in
patients with chronic hepatitis B virus infection, and identified five miRNAs, i.e., miR-3648,
miR-3665, miR-122-5p, miR-3960, and miR-4739. In addition, we analyzed miRNAs that correlate with
development of hepatocellular carcinoma (HCC) in patients treated and untreated with nucleos(t)ide
analogue (NA), and identified that predictive accuracy of HCC development is increased by using a
combination of 22 miRNA expression patterns in patients untreated with NA. However, it was
impossible to predict by using this combination in patients treated with NA. The miRNA expression
pattern that predicts HCC development in patients with chronic hepatitis B virus infection differs
between patients treated and untreated with NA, suggesting that NA treatment may change the
mechanism of HCC development.
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