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Elucidation of the FKBP12 function in glomerular epitheial cells
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FKBP12 was identified as a binding protein of tacrolimus §Tac). In this
study, we investigated the expression and the role of FKBP12 in podocytes and analyzed the effect of

Tac on FKBP12 in podocytes. We observed that FKBP12 is highly expressed in glomeruli, and the
FKBP12 in glomeruli is restricted in podocytes. FKBP12 interacted with the actin-associated proteins

14-3-3 and synaptopodin (Synp) in podocytes. In injured podocyte, FKBP12 was downregulated, and the
consequent disruption of the linkages of FKBP12 with 14-3-3 and Synp resulted in deranged F-actin
structure. Tac enhanced the interactions of FKBP12 with 14-3-3 and Synp and suppressed the decrease
of FKBP12. Tac treatment suppressed the decrease of process formation in podocyte injury by
restoring FKBP12 at actin cytoskeleton. These observations suggested that FKBP12 at actin
cytoskeleton participates in the maintenance of process, and Tac treatment ameliorates podocyte
injury by restoring FKBP12 at actin cytoskeleton.
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