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Genome wide association studies (GWAS) has identified many single nucleotide
polymorphisms (SNPs) associated with the risk of rheumatoid arthritis (RA). Many of them do not
change amino acid sequences and are presumed to contribute to the pathogenesis of RA by acting as
expression quantitative trait locus (eQTL) and by influencing gene expression in certain cell types
under certain conditions. In this study, the results of an eQTL study of peripheral blood immune
cells recently published from our group were analyzed along with results from previously published
GWAS studies to identify new potential targets for RA therapy, and their function was analyzed in
vitro.
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