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Escherichia coli ST131-specific proteins were detected, including YahO
protein with E34A amino acid substitution with 7655 m/z (unknown function), soluble cytochrome b562
with 11783 m/z (unknown function), HdeA with 9710 m/z (acid stress response related), and YjbJ
protein with 8351 m/z (unknown function). In addition, we found a sequence unique to ST131 C clade
in soluble cytochrome b562 with 11783 m/z. The predicted protein-protein interactions of YahO and
soluble cytochrome b562, whose functions are currently unknown, suggest that they may be related in
biofilm formation.
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