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Elucidation of adipocyte-specific transcriptional regulation by analyzing
three-dimensional chromatin interactions through Promoter Capture Hi-C method
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Adipogenesis is controlled by a cascade of transcription factors. Although
the positive feedback loop established by the master regulators PPARy and C/EBPa is considered to
be crucial, the precise mechanism by which PPARy regulates C/EBPa remains elusive. In this study,
we analyzed unbiased genome-wide promoter-enhancer interactions in adipocytes by using Promoter
Capture Hi-C which is a combination of the 3C method and high-throughput sequencing. In addition to
the interaction between the C/EBPa promoter and the downstream distal region that we previously
demonstrated in the 3C method, we identified novel interactions among the promotor and previously
unrecognized genomic regions in the C/EBPa locus.
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