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Time series multi-omics analysis of mitochondria OXPHOS in the onset of insulin
resistance
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Mitochondrial OXPHOS dysfunction was reported to be a cause of insulin
resistance. To elucidate the role of mitochondrial metabolic pathways in insulin resistance, we
performed time series multi-omics analysis. We examined alteration of mitochondrial metabolic
pathways through time series epigenome, transcriptome, and proteome analysis of the obese mouse
liver. Sequential fluctuations of molecules and networks were identified in multi-layers of
mitochondrial metabolic pathways, suggesting that these alterations may be involved in insulin
resistance and can be therapeutic targets for obesity and diabetes.
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