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Exploration of fatty acid metabolism that can activate immune checkpoint pathway
in breast cancer
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In this study, we explored the molecular mechanisms underlying the strong
correlation between fatty acid metabolism and tumour immune activity in breast cancer tissue, as
revealed by the analysis of clinical breast cancer samples. The results showed that the expression
of a fatty acid binding protein, FABP7 in breast cancer cells 1) regulates the expression of PD-L1,
a regulatory molecule of the immune checkpoint, 2) strongly determines the ability to proliferate
from a single cell, 3) is involved in resistance to oxidative stress such as irradiation and
hypoxia, 4) is involved in cellular heat production and temperature regulation. These results
suggested that FABP7 and tumour immune activity do not simply correlate one-to-one, and that FABP7
regulates tumour immunity by modifying multiple cellular functions especially stress response and
thermal metabolism.
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