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Development of a circulating miRNA-based diagnostic signature forearly detection
of gastric cancer
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Currently endoscopic surveillance is the gold standard for gastric cancer
(GC) diagnosis, but remains as an ineffective screening strategy due to its invasiveness and
associated costs. Herein, by integrating high-throughput data analysis, followed by comprehensive
tissue and serum validations, we aimed to establish a circulating miRNA-based diagnostic signature
for early detection of GC. We have developed a robust diagnostic marker for GC through integration
of comprehensive high-throughput data analysis as well as clinical validation involving over 1200 GC
samples across 6 independent cohorts. Collectively, our data demonstrates clinical significance of
circulating-miRNA-signature for early detection of GC.
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