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Development of a novel treatment option targeting MELTF in gastric cancer
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To identify novel biomarkers that are vital for improving management of
patients with gastric cancer (GC), the biological functions and expression of melanotransferrin
(MELTF) were evaluated. Inhibition of MELTF expression suppressed the invasion ability of GC cells.
Increased tissue MELTF mRNA expression was associated with shorter survival. Furthermore, staining

intensity of tissue MELTF protein was linked to recurrence rates. Serum MELTF levels gradually were
increased from healthy controls to advanced GC. Patients with high serum MELTF levels had poor
prognosis. Both tissue and serum MELTF levels may serve as biomarkers of GC progression.
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