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Exosomal miRNA profiles for prediction of response to neoadjuvant chemotherapy
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Matsumoto, Akiko

3,100,000
NAC microRNA
miRNA Luminal triple negative HER2 98 NAC
1 triple negative 30 NAC 8
miRNA miR-142-5p
miR-23a-3p miR-19a-3p miR-130a-3p
miRNA
pCR ki67

mIRNA

We investigated the validity of exosomal miRNAs as biomarkers for the
therapeutic effect of neoadjuvant chemotherapy (NAC) in patients with primary breast cancer. Plasma
samples were collected before and after NAC and one month after surgery in 98 cases with luminal,
triple-negative, and HER2 positive types. Microarray-based expression profiling of miRNAs derived
from exosomes in prior-NAC plasma samples of 30 triple-negative patients and plasma samples of 8
healthy controls. In the miRNA microarray analysis, the exosomal miR-142-5p, miR-23a-3p, miR-19a-3p,

and miR-130a-3p levels showed marked upregulation in the non-responding group as compared with the
responding group and the healthy samples.
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