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Elucidation of shorten mechanism and detection of mutations for circulating
tumor DNA in renal cell carcinoma patients.
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Renal cell carcinoma has genetic heterogeneity, and blood biomarkers which
can overcome this problem are needed. Generally, blood examinations are relatively minimum invasive,
and can be performed repeatedly. Recently, plasma cell free DNA attracts attention as a resource of
liquid biopsy. In this study, we focused on circulating tumor DNA which was cell free DNA derived
from cancer cells. We developed genetic examination of circulating tumor DNA specific to renal cell
carcinoma. The outcome through this study can contribute to improvement of medical care for renal
cell carcinoma.
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