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Elucidation of the molecular mechanism of advanced glycation ends products on
urinary stone formation and exploration of their potential as biomarkers
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In animal experiments using rats, we analyzed the genetic changes in the
kidneys induced by excessive intake of high fructose corn syrup (HFCS) using DNA microarray. We also
found that excessive HFCS intake contributed to the increase in serum TAGE and the accumulation of
TAGE in liver tissue.Among the genes induced in the kidneys by HFCS, we found that genetic changes
in Usp2 and Calbl were correlated with TAGE in liver tissue.Changes in specific gene expression
profiles in the kidney were more correlated with TAGE levels in the liver tissue than in the serum.
These findings suggest a direct or indirect interaction may be present between the liver and kidneys
that does not involve serum TAGE or RAGE. The involvement of internal signal transduction factors
such as_exosomes or cytokines Is suggested to contribute to the observed changes in Kidney gene
expression.
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