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Development of personalized treatment by stratification targeting the
microenvironment of ovarian cancer
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We reported that histopathological classification based on tumor
microenvironment reflecting the gene expression profile of high-grade serous ovarian cancer was
associated with prognosis and treatment sensitivity. Analysis of the gene expression profiles of the

Immune Reactive type with the best prognosis and the Mesenchymal Transition with the poorest
prognosis revealed that the immune checkpoint molecule CD276 is highly expressed in tumors and
stroma with poor prognosis. We verified that CD276 not only suppresses direct T cell activity as an
immunosuppressive factor but also induces M2 macrophages, which are immunosuppressive cells, through

the expression of CCL2 in ovarian cancer innate immunized mice. | devise treatments that control
the immunosuppressive pathways.
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