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Development of preventive and therapeutic methods for preterm birth by vaginal
microbiome profiling
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By analyzing the vaginal bacterial flora, we were able to identify targets
in new preventive and therapeutic strategies for preterm birth and reach the stage of advocating new
therapeutic methods using antibiotics.
Specifically, by combining vaginal metagenomic analysis and machine learning, we identified 20
species of bacteria associated with chorioamnionitis (CAM) that cause preterm birth and created a
new scoring method. The high-risk (PCAM) group had a significantly shorter duration of pregnancy
(median difference, 13 days) and a significantly higher frequency of developmental disorders in
3-year-old infants (PCAM, 28%; non-PCAM, 4%). We also identified a combination of antibacterial

agents that are presumed to be able to prevent and treat CAM.
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