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Identification of the characteristic periodontal pathogens in the patient with
oral squamous cell carcinoma and analysis of the effects of these pathogens on

carcinogenesis.

Nakajima, Shintaro
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Background and aim Periodontal disease is considered one factor in
developing oral cancer, but the direct relationship between the two is not elucidated. Therefore,
this study aimed to identify periodontal pathogens specific to oral cancer patients and to prove
their influence on carcinogenesis experimentally.

Results Periodontal disease was more advanced in the oral cancer patients group than in the
control group. Visualization of the oral bacterial flora by endpoint PCR and 16S rRNA sequencing
identified several bacterial species specific to the oral mucosal disease group. Furthermore,
endotoxin produced by the pathogen specific to the oral cancer group promoted hyperkeratosis of the
tongue mucosa of mice.

Conclusion These results suggest that the presence of specific periodontal pathogens and changes

in the proportion of these pathogens in the oral flora may contribute to the development of oral
mucosal diseases, including oral cancer.
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