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Identification of long non-coding RNAs potentially involved in oral squamous
cell carcinoma
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In the present study, we identified IncRNAs functionally associated with
0SCC. By analyzing RNA-seq datasets obtained from primary head and neck squamous cell carcinoma
(HNSCC). Among those, we found that knocking down IncRNA (DLEU1) strongly suppressed 0SCC cell
proliferation. DLEU1 knockdown also suppressed migration, invasion and xenograft formation by 0SCC
cells, which is suggestive of its oncogenic functionality. Microarray analysis revealed that DLEUl
knockdown significantly affects expression of a number of cancer-related genes in OSCC cells,
including HAS3, CD44 and TP63, suggesting that DLEU1 regulates HA-CD44 signaling. Expression of
DLEU1 was elevated in 71% of primary OSCC tissues, and high DLEUl1 expression was associated with
shorter overall survival of HNSCC patients. These data suggest that elevated DLEUl expression
contributes to 0SCC development, and that DLEUl may be a useful therapeutic target in 0SCC.
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