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Analysis of interaction between longevity-related factor WDR6 and antioxidant
stress substances
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Insulin /7 IGF-1 signaling and glucose / lipid metabolism play important
roles in the development of aging and aging-related diseases. WDR6 has been reported to be involved
in this insulin signal pathway. In this study, we analyzed the physiological functions of WDR6 both
in vivo and in vitro. First, in the studies using cultured cells, it was suggested that the
decreased expression of WDR6 had a significant modulating effect on glucose and lipid metabolism.
Subsequently, from the result of gene expression analysis using mice, it was shown that the
decreased expression of WDR6 partially emulated the gene expression pattern of the
calorie-restricted mice even under the ad libitum fed conditions. From these results, it is expected

that the decreased expression of WDR6 has health benefits, which so-called calorie restriction
mimetic effects.
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WDR6 knock down affects LC3 expression in mammarian cell: possible involvment in the autophagy pathway
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