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Construction of innovative preemptive medicine for gastrointestinal cancer
especially including pancreatic cancer

NAGASAKA, TAKESHI
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In the aging society of developed countries, the morbidity of malignant
tumors suddenly destroys the "healthy life expectancy". This means, even in a state where one can
live independently in a social life, the end of life will come along with the burden close to
despair mentally, physically and economically. However, if gastrointestinal cancer can be detected
at early phase, could being fully cured.

In this study, we showed that abnormal methylation is a universal alteration regardless of the type
of cancer and possible to screen gastrointestinal cancer in general, including pancreatic cancer, by
detecting fecal DNA methylation. For high-risk people with malignancy, continuously detecting fecal
DNA methylation could predict in the early stage of onset without any abnormalities in other
laboratory findings with extremely minimally invasive, thus lading the foundation for innovative
preemptive medicine that enables.
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