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Toward introduction of microbial indicators: a new on-site measurement
technology for microbes in wastewater treatment plants
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_ This study tried to develop a basic technology for on-site measurement of
wastewater treatment microorganisms toward the future introduction of microbial indicators in

wastewater treatment process management. In particular, in this study, we established a method for
selecting DNA aptamers that identify multiple types of target microorganisms, and were able to
establish the basis for a rapid and simple method for quantifying target microorganisms. Although
there is a need for improvement, the method adopted in this study succeeded in obtaining a molecular

_tool capable of specifically and comprehensively determining Methanosarcina archaea, which is an
important microorganism involved in methanogenesis.
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Cell-systematic evolution of ligands by exponential enrichment (Cell-SELEX) for screening DNA aptamers binding to cell
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