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Discovery and analysis of novel small molecules targeting human Midasin proteins

Kawashima, Shigehiro
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In this study, we aimed to identify inhibitors of human ribosome biogenesis
regulators, especially the AAA+ protein Midasin, and established a method for expression and
purification of full-length recombinant human Midasin using an insect cell culture system.
Furthermore, we succeeded in detecting the ATPase activity of purified human Midasin. In addition,
we conducted a structural biology study of the recombinant full-length protein of fission yeast
Midasin, and succeeded in obtaining new insights into the regulatory mechanism of Midasin activity.
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