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Specific fractionation of target protein using thermostable molecular chaperonin
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The target recognition region of the hyperthermophilic molecular chaperonin
is negatively charged, and it is considered that it preferentially captures basic molecules by
electrostatic interaction in addition to hydrophobic one. The cytoplasmic pH of acetic acid bacteria
was lower than that of Escherichia coli. It was expected that foreign protein molecules with a high

isoelectric point are preferentially captured by the hyperthermophilic molecule chaperonin in the
cells of acetic acid bacteria. Using [ -galactosidase of E. coli as a model target, the effect was
evaluated in the presence or absence of hyperthermophilic chaperonin in Komagataeibacter europaeus.
B -galactosidase was significantly stabilized by coexpression of the molecular chaperonin CpkB of
the hyperthermophilic archaeon Thermococcus kodakarensis. In addition, in vitro effect was also
examined for various proteins, showing that the effect was effective for a target having a smaller
molecular weight.
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