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To date, our understanding of viruses that infect seaweeds has not been
fully developed. Viruses are considered to be "bad" agents of disease, but the existence of "good"
viruses that work in a limited manner in host cells has also been discovered. This research is a
challenge to search for seaweed viruses using the FLDS method of virus search technology and to
elucidate their roles. The mitovirus was found to be present in almost all strains of Neopyropia
yezoensis which was the cultivated species, and the infection did not change depending on the
cultivation conditions. On the other hand, mitovirus was not detected in the related species in
Neopyropia, suggesting that there may be a relationship between the cultivated species and this
virus infection.
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