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Cell lineage analysis by using post-zygotic spontaneous mutations
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For understanding the developmental system of multicellular organisms, it is
important to understand the cell lineages during the developmental stage. In this study,
whole-genome sequencing was performed on adult mouse tissue samples to accurately identify mutations
naturally occurring during early development (observed as mosaic-state mutations in tissues). By
measuring their variant allelle frequencies and analyzing them with methmatical model, we succeeded
in developing a new methodology that enables to reconstruct early embryonic cell lineages.
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