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We investigated the expression and function of long non-coding RNA (Inc RNA)

in the cochlea. Among several types of Inc RNA, we picked up two molecules, Gomafu and Malatl,
which are considered relevant with cochlear development and regeneration in our preliminary
experiments. Regarding the expression level of Gomafu and Malatl, there were stable expression
levels throughout the developmental and postnatal stages. The expression of Gomafu was highest at
the middle stage of cochlear development and decreased after birth. On the other hand, Malatl
expression increased after birth until postnatal days ten and decreased at postnatal days 21.
Regarding the function of Gomafu, we measured the hearing level of Gomafu knockout mice using
auditory brainstem response. At six and twelve weeks old, we did not find any difference in the
thresholds of examined frequencies. However, at twenty-four weeks old, 20 and 40 kHz thresholds were
significantly higher in knockout mice than in heterozygous mice.
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