2018 2020

Peptide array-based screening identifies bitterness-masking agents

Ito, Keisuke
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Bitterness-masking agents for functional food ingredients facilitate the
optimum use of the latter to improve human health. However, an efficient strategy to find
bitterness-masking agents remains to be established. Here we developed a novel screening method
using peptide array technology to identify bitterness-masking agents. From the amino acid sequence
of ribulose 1,5-bisphosphate carboxylase/oxygenase (Rubisco), several (-)-epigallocatechin-gallate
(EGCG)-binding peptides were discovered using peptide array analysis as a model screening. The
binding mechanisms were elucidated through deletion analysis and alanine-scanning analysis. In most
cases, the interaction between the basic amino acid residues and EGCG was required for binding. Two
EGCG-binding peptides suppressed the activation of the bitter taste receptor hTAS2R39, indicating a
bitterness-masking effect.
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