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In this study, we aimed to understand the microbial antimony transformation
processes. This process has potential applications in recovering valuable metals, including rare
metals such as antimony. Antimony-reducing consortium was enriched from contaminated soils, and
three major constituents of the consortium were successfully isolated. Among the three isolates, the

novel gram positive bacterium was the most dominant species and its genome contained genes involved
in antimony metabolism. This bacterium also demonstrated the ability to reduce toxic elements
including arsenic and selenium, in addition to antimony. Consequently, it holds promise for metal
recovery and bioremediation through the production of biominerals.
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