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We performed international collaborative research for HTLV-1 infection by
forming a global network. First, we have analyzed HTLV-1 provirus in Japan. We characterized 100
infected individuals and determined whole proviral sequence by using DNA-capture-seq and published
the result in Cell Reports 2019. Second, we analyzed serum from HIV-1-infected individuals in
Tanzania and found there was no HTLV-1 positive individuals. Third, we worked with Prof Mangano in
Argentina in South American continent, but the study is now stopped due to COVID-19. Fourth, we
collaborated with researchers in UK and analyzed HIV/HTLV coinfected individuals. We have found that
the PVL of both HIV-1 and HTLV-1 in coinfected individuals was significantly higher than that of
the respective virus in mono-infected individuals. The degree of oligoclonality of both HIV-1- and
HTLV-1-infected cells in co-infected individuals was also greater than that in mono-infected
subjects. The study has been published in JID 2021.
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