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Malaria is one of the world"s three major infectious diseases, causing 200
million infections and 600,000 deaths each year. Although the first-line drug artemisinin has
greatly reduced the number of deaths, resistant parasites have already emerged and spread from the
Greater Mekong sub-region. There are concerns about their spread. This study aims to clarify the
emergence and spread of global artemisinin resistance through international collaboration. As a
result of this study, we found that in vivo resistance emerged in 2021, that the causative mutations

were A675V and C469Y in K13, and that both resistance mutations originated in Africa, not Southeast
Asia. This was published in the New England Journal of Medicine in 2021.
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