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Elucidation of physiological role of four CNS barriers in human based on the
establishment of next generation transporter assay method

Uchida, Yasuo

12,000,000

Copidil9 Web

GPCR
low throughput
low throughput
low throughput

In this study, in collaboration with the Institute for Molecular Systems
Biology at the Swiss Federal Institute of Technology, which possesses state-of-the-art omics
technology, we established a new methodology for transporter analysis including the molecular
identification of new transporters and comprehensive determination of transporter localization. This
has led to the identification of new transporter molecules in the central nervous system (CNS)
barriers and the elucidation of the different roles of the four CNS barriers. Due to the Copidl9
pandemic, the planned number of travel days was not met, but we were able to introduce technology
and generate results by making extensive use of web conferencing with overseas collaborators, and
finally, the initially planned research purpose was achieved.
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