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The main objective of this project was to elucidate the mechanisms of
disease expression by viruses (Project 1) and virus-derived elements (Project 2) from an
interdisciplinary approach combining experimental virology (wet research% and bioinformatics
analysis (dry research). In this study, international joint research with four overseas research
institutes gGermany, Switzerland, the Netherlands, and the United Kingdom) was planned for each of
the above plans 1 and 2. Immediately after the start of the research project, COVID pandemic broke
out, making it extremely difficult to travel to the planned overseas research institutes. In light
of the social situation of the new coronavirus pandemic, we changed our original plan and started a
research project on SARS-CoV-2. To promote this project, Vietnam was added to the list of overseas
research institutions, and efforts were made to promote international joint research.
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