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We performed whole genome association study of schizophrenia and bipolar disorder. For
schizophrenia, we examined 100K SNPs (single nucleotide polymorphisms) using trio samples
in the first stage, and in the second stage we used case—control samples. In the final
stage, we examined Chinese quad samples. It is of note that in Japanese population,
multiple GABAergic genes showed association with schizophrenia. For bipolar disorder,
we examined 100K SNPs using case—control samples. We have published the data and made
it open to public via an in house server.
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25 GABA-related Genes — 384 SNPs
GABA A Receptors (Subunits)
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gephyrin (GPHN)

GABA(A) receptor-associated protein (GABARAP),
dystrobrevin, beta (DTNB)

dystroglycan 1 (dystrophin-associated glycoprotein 1) (DAG1)
N-ethylmaleimide-sensitive factor (NSF)
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rs10510597 3 0.0002656 0.00753
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