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WFFER B OMEEE (3C) : The project objective is twofold. First to establish basic
technologies and to develop efficient and effective machine learning/data mining methods
for hard problems caused by complexly structured data, in particularly methods in the
two directions: (1) kernel methods; (2) semi-supervised learning for structured
prediction. Second is to apply the developed methods for new discovery in medical
bioinformatics and materials science. As the result of the project, different methods
have been developed and applied to solve problems in biomedicine and materials science.
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