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Development and application of cell-free molecular display system
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A novel biomolecule selection system named ‘Bead Display’ that displays DNA and its
encoding protein on the surface of the beads has been developed. Since the system can
utilize cell sorter that can analyze and select samples, wultra high—throughput assay
at most 10 million samples per an hour can be theoretically possible. As an example,

selection of peptides, enzyme, or analysis of DNA binding motifs were successfully

demonstrated.
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