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Analysis of the relationship between epigenetic disorder and micro
RNA in gastroenterological cancer
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hsa-mir-26b,517a, 372, 373, 519, 5209
19 9,400,000 2,820,000 12,220,000
20 5,100,000 1,530,000 6,630,000

14,500,000 4,350,000 18,850,000
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LoVa Wil  HCT-116 Colo-201
Real-time PCR{Ratio)

dicicds DAC

mik=517h 1597 044 1461 3 T9.4
miR-51Ta ang 693 16541 26610
milt-37T2 1243 74 864 1479
miR-3T3 TI4.1 i1 5623 2648 .4
mal5 15%d 32 513 154 8 41.2
miR-52 0 S61.8 1832 16182 13.4

2 The expressiom levels of milMAx after TRAC Irestment

15
13 6

B 8
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Alexander Huh7 HLE
3 (hsa-mir-21, 524,525)

hsa-mir-21
phosphatase and tensin homolog deleted
on chromosome 10

hsa-mir-517a hsa-mir-517b
hsa-mir-372 hsa-mir-373 hsa-mir-519d
hsa-mir-520g molecule

hsa-mir-517a
hsa-mir-372 hsa-mir-373 hsa-mir-519d
hsa-mir-520g

Transfection of Rk D i s expecios n

Liene mikMNA H1-29 IMA2-1
RARZZA mn 0259 0.007
373 L57TE 0L006G

OXR1 I 0127 0.001
37 0551 0,006

EIF5A2 S19d 0.283 0,004
PRI s19d 0.076 0028
KLHL2 520p 0058 0.054

3 The Thirege of Expresaion Livels i e Tanget Gz efnufbas

molecule

ol i

i

4 The Reducricnet TOR after has-mis-2%vinnsdeciion

hsa-mir-26b
hsa-mir-26b molecule

direct sequence

web hsa-mir-26b

mMRNA molecule



transducer of ERBB2, 1

mRNA
hsa-mir-26b
mRNA
PCR
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B2 The resnltz of Methylahon-Specific POR (MSF)

transcription starting site(TSS)
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