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f77¢L) . CT16 (WL AH#ZIRZ#53E) F7-1% CT22
(NCARRITHEAFRE) 125 2, TN NORZIC
OZJIE LA D 15 531% L[R2 R4,
4 BRI ITHIIANSZ LSBT L Ak
L., 7 a7t — AT B8 oT, T DORER,
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Identified proteins in 2D-DIGE analysis

# | Symbol Gene Name

1 | Appll DIP13 alpha (Appl1 protein)

2 | Arent archain (coatomer delta subunit)
actin related protein 2/3 complex,

3 | Arpclb subunit 1B

4 | Asns asparagine synthetase

5 | Cbx3 modifier 2 (chromobox homolog 3)
copper chaperone for superoxide

6 | Ccs dismutase

7 | Cfll cofilin 1

8 Cfl2 cofilin 2, muscle

9 Cnn3 calponin 3, acidic

10 | Corolb coronin, actin binding protein 1B
v—crk sarcoma virus CT10 oncogene

11 | Crk homolog

12 | Ctsb cathepsin B

13 | Cttn cortactin isoform

14 | Dstn destrin
cytoplasmic dynein intermediate chain

15 | Dyncli2 | 2
eukaryotic translation elongation

16 | Eef2 factor 2

17 | Fti ferritin light chain

18 | Gaa acid alpha—glucosidase
guanine nucleotide binding protein

19 | Gnaq alpha q subunit

20 | Gphn gephyrin

21 | Gsptl G1 to S phase transition 1

22 | Hddc2 HD domain containing 2
heterogeneous nuclear

23 | Hnrnpc ribonucleoprotein C
heterogeneous nuclear

24 | Hnrpk ribonucleoprotein K

25 | Hspbl heat shock 27kDa protein 1

26 | Hspcb Heat shock 90kDa protein 1, beta
27 | Klc4 kinesin light chain 4
myosin:SUBUNIT=regulatory light
28 | Mrlcb chain
29 | Myh9 Myh9 protein
Myosin regulatory light chain 2, smooth
30 | Myl9 muscle isoform (Myosin RLC)
31 | Nefm neurofilament 3, medium
32 | Nsflic NSFL1 (p97) cofactor (p47)
33 | Nucb2 NEFA precursor
34 | Oat ornithine aminotransferase
35 | Pak2 p21-activated kinase 2
36 | Palld palladin
phosphoprotein enriched in astrocytes
37 | Peal5a | 15 (isoform 2)
38 | Pgm3 phosphoglucomutase 3
protein phosphatase 1F (PP2C domain
39 | Ppmif containing)
protein kinase, cAMP dependent
40 | Prkarla regulatory, type I, alpha
41 | Psap prosaposin
proteasome(prosome, macropain)
42 | Psmb9 subunit, beta type, 9
laminin receptor 1 (40S ribosomal
43 | Rpsa protein SA)
44 | Sec23b | SEC23B
45 | Sfrsi splicing factor, arginine/serine-rich 1
small glutamine-rich tetratricopeptide
46 | Sgta repeat (TPR)-containing, alpha
47 | Spna2 spectrin alpha chain, brain
48 | Stmn1 stathmin 1
49 | Sugtl SGT1, suppressor of G2 allele of SKP1
50 | Tubb2c tubulin, beta 2¢
51 | Txndch thioredoxin domain containing 5
52 | Ubal ubiquitin—activating enzyme E1
53 | Vim vimentin
54 | Zadht zinc binding alcohol dehydrogenase,




domain containing 1

55 | Zyx zyxin
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17 | Sugtl SGT1, suppressor of G2 allele of SKP1
thioredoxin domain containing 5:
18 | Txndecb | rCG43947
19 | Ubal ubiquitin—activating enzyme E1
zinc binding alcohol dehydrogenase,
20 | Zadhi domain containing 1
21 | Zyx zyxin

siRNA 271U LImREF
# | Symbol
1 | Appll DIP13 alpha (Appl1 protein)
2 | Arent archain (coatomer delta subunit)
3 | Cbx3 modifier 2 (chromobox homolog 3)
copper chaperone for superoxide
4 | Ces dismutase
v—crk sarcoma virus CT10 oncogene
5 | Crk homolog

6 | Dyncli2 | cytoplasmic dynein intermediate chain 2

guanine nucleotide binding protein alpha

7 | Gnaq g subunit
8 | Hddc2 HD domain containing 2
9 | Pak2 p21-activated kinase 2
phosphoprotein enriched in astrocytes
10 | Pealb5a | 15 (isoform 2)
protein phosphatase 1F (PP2C domain
11 | Ppmif containing)

protein kinase, cAMP dependent

12 | Prkarla | regulatory, type I, alpha

13 | Psap prosaposin
proteasome (prosome, macropain)
14 | Psmb9 subunit, beta type, 9

15 | Sec23b | SEC23B

small glutamine—rich tetratricopeptide

16 | Sgta repeat (TPR)—containing, alpha
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Semi PRC for FK-induced phase shif
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