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WFZERC R OMEEE (330) : We deleted the 10 rrn operons of B subtilis sequentially, and
constructed seven mutants, each harboring a single rrnoperon in their genome. The growth
rates and sporulation frequencies of these mutants were reduced drastically as compared
with those of the wild type strain, indicating that normal growth as well as sporulation
requires multiple copy numbers of rRNA operon. Further analysis using mutants having
various numbers of rRNA operon showed that normal sporulation requies more than 5 copies
of rRNA operon.
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Strain Total Spores Frequency (%)
168 (wild type) 1.1x 107 8.1x10° 75.5
RIK 543 (rrnO+) 5.4 x 10° 79 % 10° 0.015
RIK539 (rrnd+) 5.6 % 10° 5.5 10° 0.001
RIKS51 (rrnd+) 1110 1.4 10 0.0013
RIK 542 (rralt) 2.7 % 10 7.0 % 10° 0.00026
RIK545 (rrak+) 5.6% 10° 1.5% 10° 0.27
RIK541 (rrnD+) 32x%10° <2.0%10 <0.00001
RIK540 (rrnB+) 3.3x%10° 4.8% 10° 0.00015
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