#zX C-7-2

B oHiHRESE

Rk 224 5 A 12 HEHLE

RiER  ABHEC
BT EAR : 2007~2010
AREES 1 19570047
MEREL (F13X)

WRRER (EX)

encoding on genome of rice

MERRE
FHET%E (MARUTA SHINSAKU)
AR - T8 - g

ARD7 /L EICaA—FShAHEYMREH TR OMRE CBERENT

Characterization and structural analysis of plant specific kinesin
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