#&=X C-19
HEMREMHBEWRRRBRES

k2 24 5 4 16 HEILE

WeiE e - EAEETE ()

I HAR : 2007 ~2009

EHEES 19580355

MAREL (FIX) HYZERBELTHIERBBEIABRLBFTLEREDREELZLSDHN?
EEEL (EX) Zoonotic importance of Strongyloides spp. taking wild animals as

definitive hosts

MERRE
k%% %  (SATO HIROSHI)
Xz - B - £
MEEHES 90211945

WFFERR O (Fn30)

BAEENWY) & [E A 15 T & 9 2 MR B (Strongyloides spp.) ZUWAE L. 18S rDNA 72 5 ONZ 2
k=2 FU 7 DNA @ COIfElgk % .U BARFHIMENT 21T o 7o, Frl & N3RS, stercoralis
VR S fuelleborni IZOWTIE, ENE EHIZT 7Y KR (X PF=T L HARY)
TOMEZ R L7, 18SrDNA IZR W T, MHAZRO RS VWL —T AR E L, FOE
FoFEMEEHER LT,

WFFERR OMEEL (330 -

Strongyloides spp. were obtained from a variety of wild animals, particularly
primates in Japan and Africa. Genetic information such as 18S ribosomal RNA gene
(rDNA) and the cox-I region of mitochondrial DNA (COI) were collected. In this study,
particular attention was paid to S. stercoralis and S. fuelleborni which are believed to
infect both human beings and non-human primates. We found that four loop regions of
the 18S rDNA of Strongyloides spp. are highly variable by species, and useful for
species-differentiation. This technique together with genetic analyses of COI disclosed
that S. fuelleborni kept by chimpanzees and a human patient working in the same region
were identical, suggesting that human beings can be infected by S. fuelleborni maintained
by wild non-human primates by chance. Simultaneously, distinct genetic backgrounds of
morphologically identical S. fuelleborni distributed from Africa to Far East was indicated.
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