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The usefulness for pharmacogenetic informations of opioid analgesics

in the individualized pain therapy
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Figure 3 Dose of fentanyl in the patients according to OPRM1 118A/A, A/G and G/G
genotype (a), and to ABCB1 3435C/C, C/T and TT genotype. Each point represents the
value from each patient, and horizontal line indicates group mean
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