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W R O E (J€30) : In order to identify the patterns of genetic change of Japanese
encephalitis virus (JEV) strains circulating in Oita, the complete envelope gene has been
sequenced for 35 isolates from swine in a 30-year span. Based on nucleotide and deduced
amino acid sequences, the genetic variation was examined, phylogeny was estimated and
selection pressures were also analyzed. This study demonstrated that the major genotype
(G) of JEV isolates had shifted from GIII to GI in the mid-1990s in Oita. The intensities of
selection acting on the Oita GIII and GI strains were found to be almost same. It suggests
that the intensity of selection might not be the reason for such a genotype shift observed in
Oita. JEV can grow in the Culex pipiens pallens as well as C. Tritaeniorhinchus.
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