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38 rs2026034 D9S1874 C T 0.381
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44 rs3770161 D2S126 C T 0.387
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50 rs12523326 D5S471 C T 0.389
51 rs3751972 D17S1857 A C 0.391
52 rs7593254 D2S364 A G 0.394
53 rs701760  D4S406 C G 0.405
54 rs752353  D9S1817 A G 0.407
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