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One of the most serious social problems facing Japan today is the declining birth rate. However, it is
generally not well recognized that the number of infertile couples is on the rise in advanced nations.
One of the most serious causes for infertility is male factor. Therefore, we analyzed the genes causing
human azoospermia , especially meiosis. It was suggested that the human MEISETZ, PARP-2 and

SPATA17 play critical roles in spermatogenesis, especially meiosis.
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