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Novel genetic analysis in Behcet’s disease
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MR R OBEEE (330) : To identify susceptibility genes for Behget’ s disease (BD), we
performed a genome-wide association study of BD achieved through three rounds of pooled
DNA screening using a comprehensive set 23,465 microsatellite markers in 300 Japanese
cases and 300 controls, and identified the six best positively associated microsatellites

with BD.
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